Supplementary
. PCA score plot of S. grosvenorii fruit samples collected at different growing stages (A), and (B) loading plot obtained using Pareto scaling with mean centering. DAH, days after hormone treatment; DAP, days after pollination. Figure S4 . The correlation between qRT-PCR and RNA-Seq. The X-axis indicates the log2 value of the fold change from RNA-Seq. The Y-axis represents log2 fold change of the qRT-PCR. The pollinated (P) and hormone-treated (H) ovaries were represented by points with different color.

Supplementary Figure S5.
Cluster analysis of known genes associated with hormone biosynthesis and signaling in S. grosvenorii fruits. CK, untreated; H, hormone-treated; P, pollinated. 
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